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GENES AND QTLs AGAINTS CHOSEN PEPPER PATHOGENS

Physical genome 
map of pepper

GENES

QTLs



ASSOCIATED MOLECULAR MARKER IDENTIFICATION  

 Blast searches for nucleotide
sequence homology

 Primer retrieved from
literature were aligned to
genome sequence to confirm
their correspondence



RETRIEVED PRIMER PAIRS   

 42 primer pairs whose sequence was
confirmed were chosen for the preliminary
analysis of parental genotypes



COLLECTION SET UP 

160 genotypes choice

CHECKING RELIABILITY

pathology and fingerprinting

GENOMIC DNA EXTRACTION 
and STORAGE
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PCR OPTIMIZATION 
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PRE-BREEDING ACTIVITIES 

 PRE-BREED CROSSES: performed ca. 100 new
combinations for gene introgression and
variability expansion.

 MULTILOCATION FIELD TRIAL: evaluation in 
selective envinroments

Breeding Spain

Pre-Breeding 
Hungary



CONCLUSION and FUTURE PERSPECTIVE 

WP1
•GENES AND QTLS AGAINTS CHOSEN PEPPER PATHOGENS

WP2
•ASSOCIATED MOLECULAR MARKER IDENTIFICATION  

WP3
•RETRIEVED PRIMER PAIRS

WP4
•COLLECTION SET UP for MARKER EVALUATION

WP5
•PRE-BREEDING ACTIVITIES 

WP6
•NEW BREEDING SCHEME FOR MULTI-GENE PYRAMIDING

WP7
•EXPLORING ALTERNATIVE RESISTANCES GENE POOL

PREDICTIVE INFORMATION DERIVED FROM MULTI-
GENE INVESTIGATION IS PERMITTING A FIRST
IMPROVEMENT OF SELECTION PROCESS WITH
RELATED GENE PYRAMIDING TIME REDUCTION



Thank you for 
your attention!


