The Frost Resistance in Selected QTL-NILs and
Recombinant Barley Genotypes

AIM OF THE PROJECT
GENOTYPES investigate the contribution of the RESULTS

allelic state at FR-H1 and FR-H2 to
the expression levels of CBF genes

 QTL-NILs Rizza et al. (2016) * According to Rizza et al, (2011)

* Recombinant Francia et al. (2007) (.and/or additional Candida‘te genes) nonparametric test Kruskal-Wallis has been
« Varieties with Winter, Spring, and in barley selected recombinant and applied. On rank data one way ANOVA
Facultative habitus QTL-NILs Analysis of the Variance has been assessed.
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